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<211> LENGTH: 1398 
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Mus 
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350 








236 


cca 


ggt 


aaa 


cag 


ttg 


cca 


agg 


ttg 


gac 


aac 


ata 


ata 


aga 


ctg 


cag 


ttc 


1104 


237 


Pro Gly Lys 


Gin 


Leu 


Pro 


Arg 


Leu 


Asp 


Asn 


He 


He 


Arg 


Leu 


Gin 


Phe 




238 






355 










360 










365 










240 


aaa 


gat 


cac 


att 


gtc 


etc 


aca 


gta 


ggg 


cca 


gat 


aag 


aat 


cca 


ttt 


gat 


1152 


241 


Lys Asp His 


He 


Val 


Leu 


Thr 


Val 


Gly 


Pro 


Asp 


Lys 


Asn 


Pro 


Phe 


Asp 




242 




370 










375 










380 












244 


gaa 


get 


caa 


caa 


aag 


gtg 


gtt 


tac 


ate 


tat 


cat 


tct 


ctg 


aag 


aat 


gtg 


1200 


245 


Glu 


Ala 


Gin 


Gin Lys 


Val 


Val 


Tyr 


He 


Tyr 


His 


Ser 


Leu 


Lys 


Asn 


Val 




246 


385 










390 










395 










400 




248 


agg 


cag 


atg 


cac 


atg 


ata 


gga 


gaa 


gag 


gag 


gaa 


tec 


gag 


att 


ttc 


ggt 


1248 


249 


Arg 


Gin 


Met 


His 


Met 


He 


Gly Glu 


Glu 


Glu 


Glu 


Ser 


Glu 


He 


Phe 


Gly 




250 










405 










410 










415 






252 


ctt 


cgc 


ttt 


cct 


tta 


tea 


cat 


gtg 


gat 


get 


ctg 


aag 


caa 


ate 


tgg 


tgc 


1296 


253 


Leu Arg 


Phe 


Pro 


Leu 


Ser 


His 


Val 


Asp 


Ala 


Leu 


Lys 


Gin 


He 


Trp 


Cys 




254 








420 










425 










430 








256 


ggg 


tea 


cca 


att 


cgt 


gtt 


aag 


gaa 


ctg 


aaa 


ctt 


gac 


aca 


gat 


gaa 


gaa 


1344 


257 


Gly Ser 


Pro 


He 


Arg 


val 


Lys 


Glu 


Leu 


Lys 


Leu 


Asp 


Thr 


Asp 


Glu 


Glu 




258 






435 










440 










445 
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260 


aag 


gag 


aac 


ctg 


gca 


ctg 


tct 


etc 


tgg 


teg gag 


tct 


tta 


ate 


caa 


gta 


1392 


261 


Lys 


Glu 


Asn 


Leu 


Ala 


Leu 


Ser 


Leu 


Trp 


Ser 


Glu 


Ser 


Leu 


He 


Gin 


Val 




262 




450 










455 










460 












263 


etc 


tag 






























1398 


264 


Leu 


































265 


465 


































268 


<210> SEQ ID NO 


: 3 


























269 


<211> LENGTH: 1398 


























270 


<212> TYPE: 


DNA 




























271 


<213> ORGANISM: 


Rattus norvegicus 


















273 


<400> SEQUENCE: 


3 


























274 


atg 


cca 


aag 


aaa 


gtg 


aag 


ccc 


aca 


ggg 


gat 


gag 


aat 


gaa 


gaa 


gag 


tct 


48 


275 


Met 


Pro 


Lys 


Lys 


Val 


Lys 


Pro 


Thr 


Gly Asp Glu 


Asn 


Glu 


Glu 


Glu 


Ser 




276 










5 










10 










15 






278 


gtt 


cct 


tgc 


aag 


cag 


gtg 


aaa 


gag 


gag 


eta 


cct 


aat 


acg 


ctt 


tct 


gta 


96 


279 


Val 


Pro 


Cys 


Lys 


Gin 


Val 


Lys 


Glu 


Glu 


Leu 


Pro 


Asn 


Thr 


Leu 


Ser 


Val 




280 








20 










25 










30 








282 


tta 


aac 


ttt 


gac 


age 


ccc 


agt 


agt 


ttc 


ttt 


gaa 


agt 


tta 


ata 


tea 


ccc 


144 


283 


Leu 


Asn 


Phe 


Asp 


Ser 


Pro 


Ser 


Ser 


Phe 


Phe 


Glu 


Ser 


Leu 


He 


Ser 


Pro 




284 






35 










40 










45 










286 


ate 


aaa 


gta 


gag 


aca 


ttt 


ttc 


aag 


gaa 


ttc 


tgg 


gaa 


cag 


aag 


ccc 


ctt 


192 ' 


287 


He 


Lys 


Val 


Glu 


Thr 


Phe 


Phe 


Lys 


Glu 


Phe 


Trp 


Glu 


Gin 


Lys 


Pro 


Leu 




288 




50 










55 










60 












290 


etc 


att 


cag 


aga 


gat 


gac 


cct 


teg 


ctg 


gee 


gca 


tat 


tac 


cag 


tct 


ctg 


240 


291 


Leu 


He 


Gin 


Arg 


Asp 


Asp 


Pro 


Ser 


Leu 


Ala 


Ala 


Tyr 


Tyr 


Gin 


Ser 


Leu 




292 


65 










70 










75 










80 




294 


ttc 


age 


etc 


tea 


gat 


ctg 


agg 


agt 


etc 


tgc 


age 


caa 


ggg 


ctg 


tac 


tat 


288 


295 


Phe 


Ser 


Leu 


Ser 


Asp 


Leu 


Arg 


Ser 


Leu 


Cys 


Ser 


Gin 


Gly 


Leu 


Tyr 


Tyr 




296 










85 










90 










95 






298 


gga 


aga 


gat 


gtc 


aat 


gtc 


tgc 


egg 


tgc 


ate 


ggt 


ggg 


aag 


aag 


aag 


gtt 


336 


299 


Gly 


Arg 


Asp 


Val 


Asn 


Val 


Cys 


Arg 


Cys 


He 


Gly 


Gly 


Lys 


Lys 


Lys 


Val 




300 








100 










105 










110 








302 


tta 


aat 


aag 


gat 


ggc 


aaa 


gca 


cag 


ttt 


ctt 


cag 


ctg 


aga 


aaa 


gat 


ttt 


384 


303 


Leu 


Asn 


Lys 


Asp 


Gly 


Lys 


Ala 


Gin 


Phe 


Leu 


Gin 


Leu 


Arg 


Lys 


Asp 


Phe 




304 






115 










120 










125 










306 


gat 


cag 


aag 


agg 


gca 


aca 


att 


cag 


ttt 


cat 


cag 


cca 


cag 


aga 


ttt 


aag 


432 


307 


Asp 


Gin 


Lys 


Arg 


Ala 


Thr 


He 


Gin 


Phe 


His 


Gin 


Pro 


Gin 


Arg 


Phe 


Lys 




308 




130 










135 










140 












310 


gat 


gag 


etc 


tgg 


agg 


ate 


cag 


gaa 


aag 


ctg 


gaa 


tgt 


tac 


ttt 


ggc 


tec 


480 


311 


Asp 


Glu 


Leu 


Trp 


Arg 


He 


Gin 


Glu 


Lys 


Leu 


Glu 


Cys 


Tyr 


Phe 


Gly 


Ser 




312 


145 










150 










155 










160 




314 


tta 


gta 


ggc 


tea 


aat 


gtg 


tac 


atg 


act 


ccc 


gca 


gga 


tct 


cag 


ggc 


ctt 


528 


315 


Leu 


Val 


Gly 


Ser 


Asn 


Val 


Tyr 


Met 


Thr 


Pro 


Ala 


Gly 


Ser 


Gin 


Gly 


Leu 




316 










165 










170 










175 






318 


cct 


cca 


cat 


tac 


gac 


gat 


gtt 


gag 


gtt 


ttt 


ate 


ctg 


cag 


ctg 


gag 


gga 


576 


319 


Pro 


Pro 


His 


Tyr 


Asp 


Asp 


Val 


Glu 


Val 


Phe 


He 


Leu 


Gin 


Leu 


Glu 


Gly 




320 








180 










185 










190 








322 


agg 


aaa 


cgt 


tgg 


cgc 


ctg 


tac 


tec 


cca 


act 


gtg 


ccc 


ctg 


gcg 


cgt 


gag 


624 


323 


Arg 


Lys 


Arg 


Trp 


Arg 


Leu 


Tyr 


Ser 


Pro 


Thr 


Val 


Pro 


Leu 


Ala 


Arg 


Glu 





file://C:\CRF4\Outhold\VsrJ509073C.htm 



Page 6 of 8 



RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/509 , 073C 



DATE: 04/16/2007 
TIME: 18:45:58 



Input Set : A:\Tsuneoka 2004_1597A.txt 
Output Set: N:\CRF4\04162007\J509073C.raw 



Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:2; Line(s) 170,190 
Seq#:3; Line(s) 356 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 4, 5, 6, 7, 8,9, 10, 11, 12, 13 ,14, 15 ,16, 17 ,18,19,20, 21, 22 
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